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Sequence and analysis of human anti — HBsk light chain gene
SHI Xiaofeng , et al
(Institute for Viral Hepatitis , Chongqing Medical University)

[Abstract] Objective: To obtain the clone and gene of light chain on human antibody against HBs. Methods : The phage displaying li-
brary was subjected to three rounds panning of “adherence — elution — amplification” with HBsAg coated in solid phase and help
phage. The positive clone against HBsAg was characterized by ELISA assay and its P/N value was 2. 415. The recombinant plasmid
vectors from the positive clone was amplified by PCR with designed oligonucleotide primers of « light chain. The x chain PCR frag-
ment was subcloned into plasmid pUC18 and sequenced. Resul/ts : The phage antibody against HBsAg was screened from a human im-
munoglouin phage displaying library. The pUC18 — k recombinant plasmid was constructed and sequenced. The gene size of k chain is
643bp including variable region and constant region. Conclusion : According to the sequenceing and ELISA assay, we suggest that «
chain is a human anti — HBs — « immunoglobuin.
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PRBTIREE 37 1R P RCE 2h, B TBST BE4L 4 %, G0 gr e
Soin, BALN SO PEIRE , S HEEF B | Smin, WKk 5 & 04T
JE W e A, 2 mol /L Tris HOFITE pH 7.5, - 200 i
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£37C «2h ¢ F , SA5 B TBST ¥ 5 ¥, 48 % Smin, WA
Mouse — Anti — human — e 30pl/well, %5 5 6 18 INSFE
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e
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AKX (V X) d M5 1E 2 #)  Z2 [X (Framework re-
gion, FR) #1#8 ¢ [X ( Hypervariable region, HVR) £
B, H 1-81bp 24 FR1.,82 - 105bp 4 HVR1,106
— 144bp A FR2.145—177bp 4 HVR2.178 —273bp
A FR3.274 — 309bp 24 HVR3.,310 — 328bp A FR4;
fEFX(CX)H 328 —657bp'*,

GAGCTCCGCAGTCTCAGTCACGTTGTCTTTGTCTCCAGGGGATACTGCCACCCTCTCCTGTCGGGCC
AGTCAGACTATTACCAGTGAGTATGTAGCCTGGTACCAGCACAGGCCCGGCCAGGCTCCCAGGTTGTTT
ATAGTTGGTACT TCCAGTCGGGCCACTGGCATCCCAGACAGGTTTAGCGGCACTGGGTCTGGGACAGAA
TTCACTCTCACCATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTACTGTCAGCAGTATGGTAGC
TCACCAAGGGAATTCACTTTCGGCCCTGGGACCAAAGTGGATATCAAACGAACTGTGGTTGCACCATCT
GTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAAT
AACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCTCTCCAATCGGGTAACTCOCCAG
GAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAA
GCAGACTACGAGAAACACAAACTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGTTCGCCCGTCACA

AAGAGCTTCAACAGGGGAGAGTGTTAATTCTAGA
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AATE B THERERN SX10° A Fab stk
gl
A SCTEM AR R bk EE a2 -, B g
WPk RE Fab M5, AR KRR
o R, B UR HBsAg XTIk E#AT 1 =%
panning, FE L KA B8, Ph A B 9% IR IO R, &2
PCR 3%, 3% 2 4% 660bp 19 H M B A H B,
ELISA SEE R, KM RE P/N=2.41(>2.1 A
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